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Chromosomal Mapping and Expression of Dnrk

To determine the cytological location of Dnrk gene, a cDNA probe was hybridized to
polytene chromosomes (see Experimental Procedures). Chromosome in situ
hybridization showed that Dnrk maps to the 49f region on the right arm of the second
chrosome (Fig.11a, 72).

To characterize the temporal expression pattern of the Dnrk gene, I performed
Northern blot analysis with RNA samples from embryos (0-4hr, 4-10hr, 10-22hr),
larva, pupa, and adult flies. Radiolabeled cDNA, covering the entire open reading
frame, was used as a probe. Dnrk probe detected a major band about 3.5-kb in size
(Fig.11b). Dnrk is expressed at high levels in 4-22hr embryos, larva, pupa, with |
maximal expression in pupa where the restructuring of the nervous system occurs
(Fig.11b). It is noteworthy that during embryogenesis the level of Dnrk expression
accumulated maximum during 4-10hr and gradually declined thereafter (see Fig.11b).
A decreased level of expression was observed in adult flies.

I next performed in situ hybridization experiments to whole-mount embryos to
determine the tissue specificity of Dnrk transcripts during embryogenesis (see
Experimental Procedures). Distinct expression of Dnrk was not detected at stages
preceding germ band elongation. Weak expression was observed at stages 10 in the
ventral area of the germ band corresponding to the neurogenic ectoderm (data not
shown). This expression became stronger and clearer at stage 11 and was restricted
to the layer of neural progenitor cells between the epidermal and mesodermal cell
layers (Fig.12A). This expression appeared to be sustained in the neural cell lineage
throughout the remainder of embryogenesis resulting in expression in the brain and
ventral nerve cord (Fig.12B). The distribution of transcripts after germ band

shortening (stage 13, Fig.12C) matched the profile of developing commisures and
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