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ABIFETIE, Taka-Amylase A (TAA) DG & HEEOBR2 LEdD & 5 iy 5M 59125 5729
2, TAA O protease 1Tk 3 ¥873 0 24 s, ZZ0OKRZES,

TAA (3D a-Amylase & [AIREIC native 7sIREETIZTEX D protease ([T 2 DIEM 21T 205,
phenylazobenzoylation 1Tt - T, phenylazobenzoyl 7% € 024 b 1 {HZE A L7 phenylazobenzoyl-Taka-
Amylase A (PhAB-TAA) & protease /@M & 75 %, 72 PhAB- Z 3 al@ific il =5, ULrd
TAA OEHFLOIEICEAINTNE EEALNL DT, CORNZEHSE UTHEENA OBH 23
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PLED=E 5 PhAB-TAA ZHFEWE & U “Pronass” TRENSR 2 5, 22 FE 36,000 @
modified enzyme % HiBf L 72, ‘

I . Isolation of proteolytically modified phenylazobenzoyl-Taka-amylase A.

protease ZMRDEET 257 L, PhAB-TAA 3 ”Pronase” 1Tk Y [RENMEZZ2IT A C & 2R U, (RIT
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I . Characterization of proteolytically modified phenylazobenzoyl-Taka-amylase A.
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. Terminal groups and amino acid composition of the proteolytically modified phenylazobenzoyl-
Taka-amylase A.
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PRET AL, FEHBEOMEE - ABERA L OBRZHL»ICT 2—DOFETH 5, Taka-amylase
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7: Taka-amylase FHE A& 2GRN T C & WWlII Lz, CO 3OO TEIZ S & D Taka-amylase A
DOHPZEDORE ST, NRGHEIZS L EFA—TdH 503, CREEMNERZ I NVEF U RTF 2 - 2HNT,
AL TS C & 28D T, it - T Taka-amylase 7370/t C Abiid> 5T 7o T &4 &
N1z, DGR Taka-amylase @ C AKEHTE WD F ORVSIEFEFRVER X TS TR L T & 2WRE -
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