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¥ L B X A& Prediction of recurrence in advanced gastric cancer patients after
curative resection by gene expression profiling
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TEBIEATREFEEPEEINTRY | BEFRAPEHEI 2> TWE D, KV AF AD accuracy &
LEXDN, A%, FHSOBRKKETEL ZTAXMINLEENRD, UEXV ., K RT MIERD KBRS
WET LABEDRS 2 LICE VA TH B T LIRS, WROT + 0T v 7 ORI ORISR B
L. RVATAZEDBR) A7OHETERATHR EEL b,

MXEBENDHRNDEE

HEAT B CIRBIBERAT O T H, BRICIFEERSBO DNBEN, FOTFRIIEROBERREEA 2B
TIERAB DD, BELIILDE OBWORE - ERICIISHOBBEIHIMEMECHEE L. £ OENERELES
BOBGFRBANAS—VICKRESHBEND LEZOND LR, BETRREIR 774V LV I RH - AEOE
HEBWICREE HIF T3,

BROIROITONIEITEE 40 IEFIZ R L L, BED DNA T4 75 ) —RO, XHERE - BRICEHESE
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