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¥ ML R OX 4 Malignant transforming ability of the Wilms’ tumor gene W77
(214 W LREBEETF W @ malignant transforming ability)
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FAR WT1 B{aFid B IR0E « OBEBBEMRIZESO TBRIFEE L TV 5, WT BEFIZIE 2 7O alternative
splicing 87770 5 723 4 (D WTL isoform BHEAET 5, =5 D ATEFT 0 isoform 4% E ML OB
EBOTERLTNEZ L, &bIcs 4 O isoform 28872 5 MY Rle T RRMAHRE SN TV A2, BIICHSL
TENFEND WL isoform 8% TRIEALBR T,

R D EFILTIL 4 TED WT1 isoform D, WT1 17AA(—)/KTS(—) isoform 25K E# OFREIZ L v MBLOH
LRI L, invitro LRV CEBEECEBEEL AT S 2 L 2B 52 Lie, £, 45D WT1 isoform 0%
hEhz JIREMIE TYKnu.CPr (BT TYK) ICBRIREHRSE L 25, WT1 17AA(—)/KTS(—) isoform O Z28
MRROFEEILEFHE L=, WT1 17TAA(—)VKTS(—) isoform 3= DIFEBMBEHKLIS O 5 BEOEMIAEK (BE
MKN28-1 #&, ®if# TE10-1 78, FL# ZR75. SkBr3-2 %, & ¥ X UWRMERE HT-1080-1 &) 128V T b RIROK
A ZHE LIz, WIT, WT1 17AA(=YKTS(—) 23Hij — MR/ B OB & R AR O ES LB EEIC RIET
BRI Uiz, WT1 17AA(-)/KTS(—) Z2HBHIRBR S8 TYK Mlan oy ho— L oMIgic b Ny 73F 1 X
XV ERIGRE LT AR —MRAREOEEMET LTS Z &2 detachment assay 12 X VB L MIC R o7,
WT1 17TAA(—)KTS(—) #EHIR S TYK HEN 2 b o —/L OIS b~ 2 (IEBE A 8 LT\ 5 =
& 3 Wound healing assay *° Random migration assay iZ X ¥ . & 512 in vitro BEEESK S {SHB L TWA D LA
Transwell migration assay {2 L VW RS hiz, |

WIZ WT1 17AA(—)/KTS(—) isoform #% cytoskeleton % &l LT 3 2 7"7:-/_'(\1—\72'3)? BMNTT B0 WT1
17AA(-)/KTS(—) isoform #fIFH &7 TYK i, TE-10 ##ads LU HT-1080 MALZI\ T actin binding
protein (ABP) D#H L~ L DZ{L% RT-PCR EX° Western blot #4Z THENT LTz, % DFER. WT1 17AA(—)KTS(—)
isoform % R FEE U7z TYK MIARIZIY ST o -actininl <° cofilin DREBNDIE T & & b i gelsolin DI L H 11338
bniz, Zh oD ABP OZEIEH . WT1 17AA(—)KTS(—) isoform 2 & ¥ FESh AHELE/ICEELTWE L L %
HONZT 27, WT1 17AA(—)YKTS(—) isoform % 4IRS 87~ TYK MIZIZIUV T o -actininl, BL T
cofilin DB L BEIHI I ¥/ L Z A a-actininl & cofilin DRI L~ L Tk —MIlas R E Ok E I
L. EBREIMET Lz, & 5I2 WT1 17AA(—)/KTS(—) isoform % 38| 3 & ¥ 7= #il2I2 3 T, gelsolin siRNA
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12 0 gelsolin DRI L~V ZEHMAL & P72 LV E TERT S8 & 2 HEEREIIBPR & RO LV ETET L
708, MBROTEEE L MK — RS B OB B Lie o tn, T OFERIE WT1 17AA(—)/KTS(—) isoform 73
actinin, cofilin =% gelsolin 72 & ™ ABPs DI L~V #HI#HT 5 Z L1 & b MIRFEOZELLHIEDCHRIRE O
HHREFEL, BRROBMIICEELTHAZLZRLTVD,

WA STORIZR LIZB W T WTL D 4 D isoform @ 5 B 17AA(+)WT1 isoforms ASHIAID intrinsic apoptosis
pathway (ZB X AF, 7R M= 22M0ET 5 2 L 2B LE, SHIERX 21BN T WILEtEF2, 7V
FTIA PRV TERBRALTNAEZ L, SHRZ VAT T A b—<fllagkizs T WT1 BlEFORREZT
vFEr A DNA ZFWTHSHIT 2 L 7Y AT 5 R h—<HAOHESIH SNDZ ehd WIL 37 ) A7 52 b
— 2 OECBBRICES LTWATREEZ LT Ih b OEBIC T 2 EREOH - RS FEMICRY 552 L EARL
7ro U EDOFERZE L HB L WL BETFOENENOD isoform D34 2B AMIRIZ BV CHIKLE# O FEEOh
TR =R EOMEEERZ L. M@0 malignant transformation WRBWTEERKRBIZRZ L TWA I &R
T

RXEEOHRODEES

AR WT1 BRI E 0F R« OBEMIIC BV GRRIER L T 5, WTTRIEFIZIE 2 7 ETO alternative
splicing 234772 o B 728 4 IO WT1 isoform BFET D, Zh b D 4FET~TD isoform »% B ML B A
CBWTEEL TS Ly & bIT& 4 0 isoform 2R HHAEY B7o T THEMEARE Sh T 528, BRIKICEL
TENFND WT1 isoform 23R 7 THRRITR AR TITR2W,

A LOEHIT T 4 FED WT1 isoform OPI, WT1 17AA(—)/KTS(—) isoform W3 HEREHE DOFRENIC L 0 Mg DR
L% L, invitro KBV CEBRECRBEL BT 2 L xWbLNT L, 3, 47D WT1 isoform DT
NEhE IREEMEME TYKnu.CPr (T TYK) ([SERIFERSELLE TS5, WT1 17AA(—)/KTS(;)visoform DI
MO EHE L7z, WT1 17AA(-)KTS(—) isoform X Z DIBRMMMLRLIA O 5 O (I
MKN28-1 f, &## TE10-1 &, FL# ZR75. SkBr3-2 fE, &L UWRHMEPIIE HT1080-1 1) 1R\ T HREROFE
BELEFE L, KIZ, WT1 17AA(—)/KTS(~—) AR — MRS EE DA M AR D EBNRE BRI R IE T
BB R T Lz, WT1 1TAA(—YKTS(—) %MHI%ER S w7 TYK @AY h o — L OMIICHA b ) 7351 X
IC X 0 EIC I Lo < M — MR R OBEEME T LTV 5 2 & A% detachment assay 12 & ¥ B bz 27z,
WT1 17TAA(—YKTS(—)Z8HIRBE S 87z TYK Ml = b o — /L ORI K 2 I EBhRES R L T DH
& %% Wound healing assay *° Random migration assay (Z & ¥, & 512 in vitro REEEDHK SR L TVDH Z A
Transwell migration assay {Z & ¥ /R &Nz,

KIT WT1 17AA(—)/KTS(—) isoform 2% cytoskeleton ZHlfHIL TV H A= XA%EDEJ BMNCT Bl WT1
17AA(—)/KTS(—) isoform HR | 563 & 1 7- TYK#Aa, TE-10 #ifa3s X OVHT-1080 #5212 35\ T actin binding protein

(ABP) OXHL~NVDE[L%E RTPCR X Western blot IEICTHEIT L7z, FORKE, WTL 17AA(-)KTS(—)
isoform # &HIZE U7z TYK MG 38V T o -actininl <P cofilin DFIRNE T & & HiZ gelsolin OFBRD LHBRD.
b, b ABP OZE{EA. WT1 17AA(—)/KTS(—) isoform iZ L Y FE I N IBEEICEELTWH L%
B 5 2NC T B2 iz, WTL 17AA(-)KTS(—) isoform % HIFHR &7z TYK MRIZEV T o -actininl, LT
cofilin PRI ABRIRI X 72L& = 5 a-actininl & cofilin DFEEL L~ ] U THERE — MRS E OB AR I3
L. EEEEIXET L7z, & 512 WT1 17AA(—)/KTS(—) isoform % J#i| FI S ¥ 72 HlEIZIB VT, gelsolin siRNA

12X 0 gelsolin DRBL LA % BB L L7 LAV E TRT S/ & 2 5 EBREITEK L O LV ETETL
7208, HIBOTSEE & Hla — MRS R OBE R Loz, Th B ORERIE WTL 17AA(=)/KTS(—) isoform 73
actinin, cofilin % gelsolin 72 & ™ ABPs DRB L~V EHIET 5 2 Lok Y M B O LM ES-CRfR R O
WREFE L, BHROEEMCEELTWD I E2RLTVD, '

WICAER L OBIFR 1 I8V T WT1 D 4 FED isoform @ 9 & 17AA(+)WTL isoforms 23 HERD intriﬁsic apoptosis
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pathway [ZB & 23F, 7R M= R E2HETAZEEZHLMT Lz, SRR 2ICBNOT WTLBEFHMS, 7Y
FT A= BV TBRRBRLTNBEZ L, &IV FT IR b—<HlatkicinT WT1 BEFORBREET
YFEADNA ZRWCTHRIT2 L7V AT T2 b—<HBEOEENESNDZ 0D WTL RV FTI R ‘
—< OELBRIZBEE L TV B RREMEE LTI D OB T BEREOH -2 FEIICRY 532 L EFRL
oo U EDEREZE LD D L WT1 BEFOZNFNOD isoform 23544 2B AMBIZ IV CHRISE R O TS5

TR M-V REOBEEE R L, MO malignant transformation 2B W TEELBE SR L TWB I L3R
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