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72-Gene Classifier for Predicting Prognosis of Estrogen Receptor-Positive and Node-Negative Breast Cancer
FESCREA Patients Using Formalin-Fixed, Paraffin-Embedded Tumor Tissues

Title (K<Y LEFENT 7 4 o@BY 7 EFWZERBE « U o Eifia et ilE S
# D7 b OF % T € 5 /L 72-gene classifier)

I PIZE D E B (Abstract of Thesis)

(B B9(Purpose)]
T A M REE (ER) BHLBEASUIREORWVEFTH Y, ERIBERBIZIEE T2 L —REICTFENR
FTHdLEEND, LOLURYPLERBHELEOPITS FEFRBIIFEE L, £EOKH220%ILI0ELNCERT 5,
¥ - EREGME SR BB FLIE I EE U SR RIC & 2 FHRGESRE MBS bbb TS, EREBHE -
VABIEBREILEALE I BT, (EEFERLERERNZHAT - b0ERLRTFETRAETAOMRRBE. BE
BHLEHPEDSTVAFEREO—2ThHD, BEOncotypeDXoMammaPrint® & e £ FREBEF R Y — /LS H3E
ENTHY, BEOBBHTERAEATWS, SRTLINETCIRERTHTFHET A T 595-gene classifier (95-
GC) #HBLTEY., <RI 095-GCH21-gene classifier (Oncotype DX) ¢ BEIEOFHTFHEEFO>Z L &R
L7, 95-GCidiiE (FF) 4> 7AQE LT3, BERGAOBEAIRSE, A—Fr THEREEREDRVRE
Bl Y VEEST T 4 oAE (FFPE) ¥ P BB TE A TFRTNETAVOMEREENS, £IT
A[E$k % (XFFPEY » AR O FHTFRIEFA-ORE & M7,

(7 #:(Methods))
2003427 B 2008 MR C R EMIT L2 L BE T, ERBE - U /il iatE, T N IRIE DA 5E1T
L. $5%5 - DCIS# V- Th o 27ER 2t &L L, FRE LT DFFPEY A2 BV TCDNAYA 2 27
VA TREMTEITole, REAFMEECSE L2507 — & 2 ETICER L, £ETFFPETHIRTFS R
AT u—T ORIREZITV, 95-GCIERB Los7 e —7F 07270 — 7 #8IR L7z, Public datasetsk W fiH L
7o Training set (n=549, FFY 7)) ZFWT, BHE L2V w7 CFFPER O T % T-HE 7 L DIERUE BT,

(At (Results))
F# F B 5 1-72-gene classifier (72-GC)% K L 7=, 72-GC# validation set (n=434, FFY- L 7ANIHA LI 25
2544 75 low-risk R 1T 0 3E E . 10 R AEFER K low-riskBET91%, high-riskBECH%TH Y . low-riskEHFF R I
FHEGFTH-T (P=3.74e-7) . EiZ, 72-GCOTHFREEIL05-GC L HH Ch o, BHEMARHT TRATZH
A+ HER2 » 72- GCAFEFHAF L LTEY., Zho320FRF2AVTEERERT 21T oL /R, 72-GCiiE
WA X - HER2D BB LAFBERFHRTFARFTHS Z LR ENT, 72-GC% 2527 OFF LFFPER#EA T2
Ehighflow® 7 5 RAFTRERITEER (92%) IK—E L1, 72-GCAFFPE (n=235) @M U ii4s blow-riskEE il
high-riski# & b~ THEBERLFEREF ChoTn (P=0.007) . FFEFFPERTH TOBBTFREROERELEEZ27
— DN TIT ol & 25, Pearson®#FEMMGEIL0.63 e HEMBIRD bz, FFPETHEFEN TW 230377 00—
7% H vy Tunsupervised hierarchical clusterfB#7 %17 o7z & Z B, 2561520/ (80%) HF—7 T AF—IZif AT,

(# $E(Conclusion))
72-GCHE95-GCH £ U'Oncotype DX L [HEDFHTHEEH T D &EX bh D, 72-GCiE. FFPEY » 7 bIG A
EBThHZ LRl sh, EHRRICBWTHFRLTRTHRITY - eab L8N,
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ER[BE - U » HlEHEMEILEAE B VT, (LRERERLEREA LT O OERLTE TN T L08R
RRERLERE2ED TV HIIEREDO—>Thd., SH., LENCHBTHEBLLEME FF) ¥ 7L HOBRTH
TR 5 /1-95-gene classifier (95-GO)& &g L LT, A=Y VEEAT 70 88 (FFPE) 7 AVICbEATES
FHFHETAOMRBERR L, ERBHE - U 2 HilmB ik, #7% SA-E U RIEOHDIEERE OFF 7 /v EFFPE
Yo TNRT EHBE L, DNAYA 7 07 LA TREMTEIT o7, Public datasets (n=549, FFH 7 A) ZHWT
72-gene classifier (72-GCy& 1EAL L, Zivkvalidation set (n=434, FEY L ZANTER UBR, low-risk# Tlidhigh-risk
HLLUAREBRICTERGT (P=3.74e-7) . 72-GCOTHE TRIERITIS-GCERE Th o, 72-GCE25T OFF L FFPE
P T EAT A LhighflowD 7 7 A5 3 ERIEEE (92%) (C—F L, FFPEY V7 E# A L B8 blow-risk
BCHEECTREFCHo T (P=0.007) . SHBEMKFERR TR TFUBEHY —/VICHE LB 372-GCEER Lz

HHFFREEIE T 5 £ B2 5,




