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( Objective )
Hepatitis E virus (HEV) is a causative agent for hepatitis. HEV is

transmitted via the fecal-oral route through contaminated drinking water and induces
zoonotic infections through the eating of uncooked and undercooked meat of deer, wild
boar, and swine. In Japan, genotypes 3 (G3) and (G4) are spread in domestic swine

Here, we examined genetic variation among HEVs derived from swine fecal samples in

Japan.

( Material and method ]

A total of 320 samples were collected at 32 commercial farm facilities (1
fecal sample from each of 10 pig house in individual farms) in Japan were obtained
for detection of HEV RNA by reverse transcription (RT)-polymerase chain reaction (PCR)
The fecal samples were derived from 13 farms in Hokkaido island; 7 farms in the Kanto
region of main island; 3 farms in the Chubu and Hokuriku regions of main island; 6 farms
in Kyushu and Shikoku islands; and 3 farms in other regions. Permission for sample
collection was granted with the condition of not revealing the detailed geographical
location for social reasons. Based on a report of a high prevalence of HEV in swine
of 3-4 months of age on farms in Japan, we focused on fecal samples from swine in this
age group. Viral RNA amplification at open reading frame (ORF) 3 was possible in 159
(49.7%) of the fecal samples. For genotyping, the same samples were subjected to

amplification at ORF2 and the resulting amplicons were sequenced

( Result and discussion J
The results revealed that all the HEVs in each farm belonged to the same
cluster of G3 and G4: G3jp in 8 farms, G3sp in 4 farms, G3us in 6 farms, and G4jp in

farms, unclassified G3 in 2 farms, unable to decidé due to a low rate of amplification

in 5 farms, and no detection in 5 farms. Interestingly, the HEVs from one farm were
more homogeneous than those of the same cluster that was derived from other farms. Thus
the efficiency of farm-to-farm transmission of HEVs is likely to be low and HEV seems
to have evolved independently at each farm in Japan. In this study, we could not
specify the factors responsible for the inter—-farm transmission of HEV strains, such
as a common animal source, personal relationships, shared water supply, food, or workers
The HEVs in this showed phylogenetic similarity to previously reported HEV isolates
derived from swine, but only part of them showed similarity to HEVs from humans
Although the relationship between swine-and human-derived HEVs are largely unknown,
our data may suggest that swine‘deribed HEVs could be a possible source for acute
hepatitis in humans. Moreover, most of the known human-derived HEVs could have

independently evolved after transmission from swine to humans
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