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1. S-PRGf_in'�&W>:�%G
S-PRG /Fujimoto 2010 /

[ /S-PRG 24

/23-/3,000×rpm 6

/ 0.45µm /

S-PRG S-PRG

/Al3+/BO3
3-/Na+/SiO3

2- Sr2+

ICPS-8000 /F-

Model 720A Orion Research Inc., Beverly, MA, 

USA F- Model 9609BNWP,  Orion Research Inc.

S-PRG [ 1 /Al3+=19.6 ppm/BO3
3-

=1,656.5 ppm/Na+= 618.5 ppm/SiO3
2-=13.9 ppm/Sr2+=126.8 ppm F-=141.0 

ppm 3 S-PRG /Brain Heart Infusion BHI ; Becton 

Dickinson, Sparks, MD, USA	 0%/6.3%/12.5%/25.0%
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S. mutans MT8148 c	 UA159 c	 /
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sobrinus B13 Streptococcus gordonii ATCC 10558
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S. sobrinus /Mitis-salivarius MS	 Becton Dickinson	

100 unit/ml ; SIGMA-ALDRICH, St. Louis, MO, USA	 15%
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