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BlEo & B0 AMAETH e MBS IEA B Ouye ol ddifEsubse tIZ D W TREMME TORF ETHW, NicBiF3
nyeloidillasubset B ~Z 27 ) 7 h— A B L URHE-PY —AZBENZIL, 3 5IZEsubselizBIT BN
—2HTELT L2 2 AL, FEEBSNEY O— 2 HICEATNET RO 7 O — 295 O iR
W2 BEEEIE A H D . o THEMFENREMOBEIBEIHEHER S,
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Innate Mye¢loid Cell Subset-Specific Gene Expression Patterns in the Human Colon are Altered in Crohn’s

i SCREA . )
Title Disease Patients
(b MBIz FHEYZ7 2y MERBLMEFREAY — 37 o=@l TELLTH3)
WX EOE R

(B HI(Purpose))

E MFERNEAR BV TEHRRELE S v 7 a7 7 — URBHRHIE & W o A myeloid U 1L RATsubset A TEIE
LTS, WSONDHFRIZ LD, Zh b DM subsetFr R AY A L ) EISE OB B L UREWEL LT
BEOEAFRAFZ ADEFFICHFSE L TOLZERRENTVDS, —F, BRAEEEOMENIEERESR (BD)
OFENCBG LTV D Z ERALMNIAR D 205 B, 4 TILUHE CIZICDI4'CDI T CDIG3 AR R REME A b A
o O EThTHIROSEHEE L CIBERECEE L, L b2 r—4 (CD) kT Flsubset? AL
LTWBZ &, CDI03*CDI4*CDI I RIS FAREME Y+ b A L OFBL L HIFEHETHE (Treg) OBFBE LN L TUBEF
A AH L ADOHFHCHE L, & O i e RIS T B T Rlsubset®populationds & UTregiFBlfEMET LTWA Z
EEE Ui, LMo, b MFEHIRESRICHEE T 2 2 Omycloidil i@subset B IHE R A F 2 & 2B X
CREEZ T S HFEOHEMITIZE A LRNOEETH Y, EHIIBDIZEBW THsubsetiZB W T ED & 5 s kdiE
EFTNBONEA LR TR, RUFFUREN 2 MEE (NC) O REBEHE A Iz 31T 5 myeloidiiidsubsetda
FBHRBETRBE a7 7 AV EW LMIT D2 EICL Y TR ENOsubset R RBE NS — U EH DT B Z
& BLUERENDsubsetiZ BV TCDME DFEIGORIENL (CDI) BT DRIANY —OREMTTHZ 4T
CODIFIECHE LB 2 RBAEWERRT I L2 ML Lk,

[F & (Methods))

NC3 £ TCDID I E A TG A 5 30 D myeloidfllfilsubset, CD14-CD1lc (N) . CDI4CDlic* (P) BLW
CDI4°CDI11¢*CD163% (L) subset® FACSTH L7, EhEROHlfdsubsetiz DV TRNAT — 7 2 R E{T, 234
FALTATT 42 AGHIR L VT L,

[5E  #fi(Results)}

NCIZBIT 53 2Dsubsetd b T 222 U7 F— ATV THEEIRT 21778 5 & N subsetbo 3t L TP subset & L subsetfd:
BEREATE £ 0 VR TFRB Y — ER L, NCR B Tsubsetll % Lb# U T & subset CHRBICRETTE L Tl
BFIZ2WTEEF A b P— (GO) i fF %247 5 L | P subset T 1488 B F 0 RIMFTH A TR B #L. antigen processing
and presentation of exogenous antigen (14 genes), peptide antigen via MHC class II (11 genes), exogenous peptide antigen via
MHC class 11 (11 genes), % LT peptide or polysaccharide antigen via MIC class I1 (11 genes) & v o T= FuE iR A IAFE 20
REEFEEAT5BERICHD I EMEN ot R (BP) #F—Ar0FETLESED L, FHRICL subset TIZ455 BT
THRITTHEEBFED B AL, myeloid leukocyte activation (87 genes), leukocyte degranulation (82 genes), myeloid
leukocyte-mediated immunity (82 genes), regulated exocytosis (92 genes), and granulocyte activation (92 genes) & 1N o 7
myeloid AR OTEHE(LIZ BE S BPF — AOEETLH F O 1n, RIZFNFHOsubsetiZ BUYTUNCIZH LTCDIiTHE,
TTHE L TR IZ W THRIT L7 R, L subset CiX 12085 F O RBTLER Y, response to cylokine (28
genes)/stress (50 genes)/organic substance (45 genes), cellular response to cytokine (24 genes)/chemical stimulus (42 genes),
immune system process (41 genes), and cytokine-mediated signaling pathway (19 genes)& VYo fz oA bW oA L ~DIRERY
A "AA TN UIES 7T MEEICET 5BPY — L ORENTLHE LT, [FERITP subsetlZ 381 TRITSHE{REF DR
FodE =38, defense response (23 genes), immune system process {31 genes), cytokine-mediated signaling pathway (14 genes),
immune response (24 genes), and response to stimulus (52 genes) & W 2 TG E M5 5BPF — LAOEETTHEZ B,
(# f5(Conclusion))

AL, EE b FEES T DmyeloidiilasubsetiF R F T R 2 WS =572 7 7 4 B L UBEGO-BPZ — 4
FHLMIC LI, S0 n— AT HEAsubsetil BT B ERAF— U PEELTVWD I EERHILE,




