Osaka University Knowledg

The UDP-glucose/P2Y14 receptor axis promotes

Title eosinophi l-dependent large intestinal
inf lammation
Author(s) |[Liu, Li; Ito, Takayoshi; Li, Bo et al.
Citation International Immunology. 2024, 36(4), p. 155-

166

Version Type

AM

URL https://hdl. handle.net/11094/95386
The full-text file will be made open to the
rights public on 4 April 2025 in accordance with the
publisher’s policy.
Note

Osaka University Knowledge Archive : OUKA

https://ir. library. osaka-u. ac. jp/

Osaka University




Figure 1

A B

| Colonic lamina propria |

— voma [T

123 45612345€6

Eggﬁ; P2RY14
P2RX3 30
P2RX4 *
P2RX5 °
P2RX5-TAX1BP3 20
P2RX6
P2RX6P
P2RX7 10 -
P2RY1

P2RY10 ol®
P2RY11 pL L)
P2RY12

P2RY13 ® Normal
P2RY14

P2RY2 0.8 e uc
P2RY4

P2RY6

P2RY8 -0.8

FPKM




ng/g tissue weight

Cell Number

3000

2000 —

1000 —

UDP-glucose

*%

22

i

e

42000 —

28000 —

14000 —

Disease Activity Index

O ()
® DSS

Eosinophil

*%

f;?

[ ]
oO—T1 71—

9 1 e Vehicle
e PPTN
6 p—
3 p—
0 ¢
1 2 3
?

1 ® Wild-type
® P2ry14”

Disease Activity Index

*kkk

Macrophage

48000 — *%k

32000 —

16000 —

O—T— 71—

F
*kkk
hkkk
*kkk
*kkk
4 5 6 7 (days)
t ot t

Vehicle or PPTN (i.p.)

3 4
Days

Mast cell

900 —

*%

600 —

300 —

Figure 2

C
Wild-type
21 *
o )
9 °
© ) ofe@
L
=)
% 74 @ o
B ol®
s
0 __'_0'0_
® Wild-type
® P2ry14+
Neutrophil Dendritic cell
21000 — *%k 5400 — ns
° )
14000 — 3600 — °
o®
7000 — 1800
o®
0 T T 0 T T
® Wild-type
® P2ry14+
21— *
2
3
I} )
= 14 o%
L
=)
L)
277 o o
(]
E ()
O ——7— 71—
® Vehicle
® PPTN



Figure 3
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Supplement Data 1
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|:| Non-coding Region
Il Coding Region

Exon 2
gRNA 1 gRNA 2

Exon 1

Genotyping Primer Fw

TGTGACCACATTTCCTAGGTGTAAGTCAAGAATGAAGCTACACATTCTACAAAATGGCAATAGAGGAAAGATGGGAAAAAATAACATTTTCCTTGGCTGATTTATCTATTTCTTCTATCCTGTCCTTTAGTGTCTGGAATTCTCTCTTCC
GAATCCTGGATTCTGTTGACGAAGCTTGCCTTTGAGATTCCTGAACACGGAGAAATAGAGATTAAAAACCCCAGAAGAGAGAAAGTAAATGATTCACAATCTTGATGGGTTTTGCCGTATTTATGTTCTTCCACTGTATTAGATACCA
GTCACAAATGACTTAGAGGCCATAAACTGTGCTTTAAGTAACTAGCCTGCCTTTCTATCCAGATCTTTGCCTCCAGAGGTGAGAAGATGAACAACTCCACCACCACAGACCCTCCAAACCAGCCCTGCTCCTGGAACACCCTGATCA
CAAAGCAGATCATTCCCGTGTTGTACGGTATGGTCTTCATCACGGGGCTCCTCCTCAATGGGATATCAGGATGGATATTCTTTTATGTGCCCAGCTCCAAGAGTTTTATCATCTATCTCAAGAACATAGTGGTGGCTGACTTTCTCAT
GGGCCTGACTTTCCCTTTCAAAGTCCTTGGTGACTCAGGCCTCGGCCCCTGGCAGGTGAATGTGTTTGTGTGCAGGGTCTCTGCCGTCATCTTCTATGTTAATATGTACGTCAGCATCGTGTTCTTTGGGCTCATCAGCTTTGACAG
GTACTATAAAATTGTGAAGCCCCTTCTGACGTCTATTGTGCAGTCGGTGAACTATAGCAAGCTGCTTTCTGTGCTCGTGTGGATGCTCATGCTTCTCCTTGCTGTCCCAAACATCATCCTGACAAACCAGGGTGTCAAGGAGGTCAC
GAAGATACAGTGCATGGAGCTCAAAAACGAGCTGGGGCGGAAGTGGCACAAGGCGTCTAACTATATCTTCGTGAGTATCTTCTGGGTCGTGTTTCTTCTGCTAATCGTCTTCTACACGGCCATCACGAGGAAGATCTTCAAGTCTCA
CCTCAAGTCCAGGAAGAATTCCACCTCCGTCAAGAGGAAGTCCAGCCGCAATATCTTCAGCATCGTGCTCGTTTTTGTCGTCTGCTTTGTGCCTTACCACATTGCCAGAATCCCCTACACAAAGAGTCAGACGGAAGGTCACTACA
GCTGCCCEACCAACCACACCOTCOICTANGEEAAAGAATTCACTCTGCTACTCTCGGCTGCCAATGTGTGTCTGGACCCCATTATTTATTTCTTCTTATGCCAGCCATTTAGAGAAGTCTTAAATAAGAAGTTACACATGTCACTCAA
« Genotyping Primer RV
AGTCCAGAATGACCTAGAGGTTTCCAAAACCAAAAGGGAAAATGCGATTCATGAAAGCACAGATACTTTGTAAATTCCCATCCCCTTCCAAGTATTATCAGTCTTGTTACATGATAATTAAGATACATGAATAAAAAGCAGGCATATGA
TGATAAGTAACTTAGCTAGCAATATATCTAATAATATGTATGAAGTCCAAAAAGGTATAATAAAAATAAAATATAAGTTTCCATGCAAAATGGAAGTCTGTAGCACATCACATTTTTTTAGAAATCAAAGGAACAGAGAAGTGGCTTTGT
GGGTGCTGGCGTATGAGTTACCAAAACCAAACTTCTCTTCTATTAACTGGCTTCTTAGAAGACACCCAGTCTTTCCGACCTTCCTCCTAAGCATTCTTCCAAGCAACACTCGTATCTATTTCATGCTTITGTACTATGCATGTGCCAATA
AACAAGTTGTCTTCAAAACCC
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dgRNA-2 target
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Supplement Data 3
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Supplement Data 4
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