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Figure 3

P2ry14/Gapdh
0.3 -
0.25
0.2
0.15
0.1
0.05
0
Eosinophil Mast cell | Neutrophil |Macrophage Epithelial
cell
leiden ]
SIGLEC8 P2RY14 2.37% 3.14% 3.61%
I 4 Eos/Baso/Mast 100
Eos‘BasolMast 30 Eos/Baso/Mast CD8* T cells / _ Platelets/megakaryocytes =
X _ 3
25 a ) Monocytes 80 ,g
o o o i Neutrophils <]
=) 15 5 S 60 =
HLA-DR* phagocytes Q
10 £
= ! Plasma cells 40 t
0.5 _55- g_
B cells
00 g 20 3
UMAP2 UMAP2 UMAP2 3
Human colonic CD45* cells 0 o
(C. S. Smillie et al.) o c —
r o 8
=}
D
P2ry14/GAPDH P2ry14/GAPDH
%%
*kk
0.3 *kk *kkk 0.03 **
k%% kkkk
*% %%
0.2 $ 0.02 —
*%
)
0.1 E 0.01
E . vy
A L o g viv
0 ——4% T T T T 0 T T T T
BM Lung Colon SPL Liver () IL-5 IL-33 IFN-B LPS
F
BM eosinophils
x
) ild-
T Wild-type 21— *
:
-; .
s § 147 o6
< ©
o L
7} o
3 S 74 Jle j{
b ) ele
S 1]
[a] T [ °
1 2 ? 4 5 6 7 (days) 0 —7T—T1—
BM eosinophils (i.p.) BM eosinophils Recipient
. . . b Wild-type P2, 14./.
BM eosinophils Recipient o P2ry14+ ry

® Wild-type
® P2ry14+*

P2ry14+




A
P2ry14-  Wild-type
1 2 1 2 Enriched GO pathway
= in colonic eosinophils from wild-type mice
=
—
: . Regulation of ERK1 and ERK2 cascade
Positive regulation of MAPK cascade
p—— . Positive regulation of ERK1 and ERK2 cascade
E Lymphocyte chemotaxis
= 17 Negative regulation of cellular process
- L P
B F
MFI Dusp6/Rpl32
ERK1/2
502 p 0.06 —_ *kkk  kkkk
Vehicle 6907
pC__J
0.04 —
160-| oo
£
‘ 0.02 —
MFI 230
622
UDP- 0 0—
glucose .1
® Vehicle UDP-glucose (-) (+) (+)
o e UDP-glucose uo126 (1) (1) ()
—» pERK1/2

Figure 4

-log10(p-value)

Ifit3/Rpl32 Cxcl16/Rpl32
0.003 Fkkx * 0.021 — dkk kkkk
0.002 —| 0.014 —|
0.001 —| 0.007 —|
0-— 0-
() (+) ) () +) ()
) ) () ORI )]
Annexin V*
n.s.
L . it
. ';0 A Vehicle

® UDP-glucose
Bl UDP-glucose + U0126

Annexin V*

n.s.

A Vehicle
® UDP-glucose
¢ UDP-glucose + PPTN

UDP-glucose UDP-glucose + U0126 100 —
9.2
®
L! £ 757
Q.
R o
o= :
° ()
S 254
Annexin V > 0
D
Vehicle UDP-glucose UDP-glucose + PPTN 100 —
1 7]
s 64.7"! =
S 75—
o
.Y £
8 50—
3 S
— i l 5
* = 7
Anr:exin V i 0
E
P2ry14 Wild-type
Vehicle UDP-glucose UDP-glucose 100 —
60.89 § 57.1 43.3 "
T 75—
8
- [ &d c
% 507
. RC O g
o S 25—
T T &

Annexin V

Annexin V*

*

n.s. *

AER B0

.i. A Vehicle

O UDP-glucose

P2ry14+

® UDP-glucose | Wild-type




Supplement Data 1
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|:| Non-coding Region
Il Coding Region

Exon 2
gRNA 1 gRNA 2

Exon 1

Genotyping Primer Fw

TGTGACCACATTTCCTAGGTGTAAGTCAAGAATGAAGCTACACATTCTACAAAATGGCAATAGAGGAAAGATGGGAAAAAATAACATTTTCCTTGGCTGATTTATCTATTTCTTCTATCCTGTCCTTTAGTGTCTGGAATTCTCTCTTCC
GAATCCTGGATTCTGTTGACGAAGCTTGCCTTTGAGATTCCTGAACACGGAGAAATAGAGATTAAAAACCCCAGAAGAGAGAAAGTAAATGATTCACAATCTTGATGGGTTTTGCCGTATTTATGTTCTTCCACTGTATTAGATACCA
GTCACAAATGACTTAGAGGCCATAAACTGTGCTTTAAGTAACTAGCCTGCCTTTCTATCCAGATCTTTGCCTCCAGAGGTGAGAAGATGAACAACTCCACCACCACAGACCCTCCAAACCAGCCCTGCTCCTGGAACACCCTGATCA
CAAAGCAGATCATTCCCGTGTTGTACGGTATGGTCTTCATCACGGGGCTCCTCCTCAATGGGATATCAGGATGGATATTCTTTTATGTGCCCAGCTCCAAGAGTTTTATCATCTATCTCAAGAACATAGTGGTGGCTGACTTTCTCAT
GGGCCTGACTTTCCCTTTCAAAGTCCTTGGTGACTCAGGCCTCGGCCCCTGGCAGGTGAATGTGTTTGTGTGCAGGGTCTCTGCCGTCATCTTCTATGTTAATATGTACGTCAGCATCGTGTTCTTTGGGCTCATCAGCTTTGACAG
GTACTATAAAATTGTGAAGCCCCTTCTGACGTCTATTGTGCAGTCGGTGAACTATAGCAAGCTGCTTTCTGTGCTCGTGTGGATGCTCATGCTTCTCCTTGCTGTCCCAAACATCATCCTGACAAACCAGGGTGTCAAGGAGGTCAC
GAAGATACAGTGCATGGAGCTCAAAAACGAGCTGGGGCGGAAGTGGCACAAGGCGTCTAACTATATCTTCGTGAGTATCTTCTGGGTCGTGTTTCTTCTGCTAATCGTCTTCTACACGGCCATCACGAGGAAGATCTTCAAGTCTCA
CCTCAAGTCCAGGAAGAATTCCACCTCCGTCAAGAGGAAGTCCAGCCGCAATATCTTCAGCATCGTGCTCGTTTTTGTCGTCTGCTTTGTGCCTTACCACATTGCCAGAATCCCCTACACAAAGAGTCAGACGGAAGGTCACTACA
GCTGCCCEACCAACCACACCOTCOICTANGEEAAAGAATTCACTCTGCTACTCTCGGCTGCCAATGTGTGTCTGGACCCCATTATTTATTTCTTCTTATGCCAGCCATTTAGAGAAGTCTTAAATAAGAAGTTACACATGTCACTCAA
« Genotyping Primer RV
AGTCCAGAATGACCTAGAGGTTTCCAAAACCAAAAGGGAAAATGCGATTCATGAAAGCACAGATACTTTGTAAATTCCCATCCCCTTCCAAGTATTATCAGTCTTGTTACATGATAATTAAGATACATGAATAAAAAGCAGGCATATGA
TGATAAGTAACTTAGCTAGCAATATATCTAATAATATGTATGAAGTCCAAAAAGGTATAATAAAAATAAAATATAAGTTTCCATGCAAAATGGAAGTCTGTAGCACATCACATTTTTTTAGAAATCAAAGGAACAGAGAAGTGGCTTTGT
GGGTGCTGGCGTATGAGTTACCAAAACCAAACTTCTCTTCTATTAACTGGCTTCTTAGAAGACACCCAGTCTTTCCGACCTTCCTCCTAAGCATTCTTCCAAGCAACACTCGTATCTATTTCATGCTTITGTACTATGCATGTGCCAATA
AACAAGTTGTCTTCAAAACCC

Deleted region
gRNA-1 target
dgRNA-2 target
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Supplement Data 3
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Supplement Data 4
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