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Table S1. The list of 409 targeted genes

ABL2
ACVR2A
ADAMTS20
AFF1
AFF3
AKAP9
AKT2
AKT3
ALK
APC
AR
ARIDTA
ARID2
ARNT
ASXLT
ATF1
ATR
ATRX
AURKA
AURKB

AURKC
AXL
BAI3
BAP1
BCL10
BCL11A
BCL11B
BCL2
BCL2L1
BCL2L2
BCL3
BCL6
BCL9
BCR
BIRC2
BIRC3
BIRC5
BLM
BLNK

BMPR1A

BRAF CDKN2A

BRD3
BRIP1

BTK
BUB1B
CARD11
CASC5
CBL
CCND1
CCND2
CCNET
CD79A
CD79B
CDC73
CDH11
CDH2
CDH20
CDH5
CDK12
CDK4
CDK6
CDK8

CDKNZB
CDKN2C

CEBPA DDR?
CHEK1 DEK
CHEK2 DICERT
cic DNMT3A
CKS1B DPYD
CMPK1 psT
coum
CRBN EML4
CREBT EP300
CREBBP EP400
CRKL EPHAZ
CRTCT EPHA7
EPHB1
CSMD3 EPHBA4
CTNNAT EPHB6

CTNNB1 ERBB2

oD ERBB3

CYP2C19

CYP2Ds ERCCT
DAXX ERCC2
pce ERCC3
DDB2 ERCCA
DDIT3 ERCCS

1/2

ERG
ESR1
ETS1
ETvi

EZH?2
FAM123B
FANCA
FANCC
FANCD2
FANCF
FANCG
FAS

FGFR4
H
FLCN
FLI1

FLT1 HLF

FLT4
FN1
FOXL2
FOXO1
FOXO3
FOXP1
FOXP4
FZR1
G6PD
GATAT1
GATA2
GATA3
GDNF
GNAT1
GNAQ

GNAS

GPR124
GRMS8
GUCY1A2
HCAR1
HIF1A

HOOK3
HSPI0AAT
HSP90AB1

ICK

IDHT

IGF1R
IGF2
IGF2R
IKBKB
IKBKE
IKZF1

IL21R
IL6ST
IL7R
ING4
IRF4
IRS2
ITGAT0



ITGA9 MALTT MTR NTRK1 PKHDT RNASEL S58x1 TPR

ITGB2 MAML2 MTRR NTRK3 PLAGT RANF2 TRIM24
1TGB3 MAP2K1 MUGT NUMAT PLCGT ANF213 STK36 TRIM33
JAKT MAP2K2 MUTYH NUP214 PLEKHGS ROST SUFLS TRIP1 1

MAP2KA MYB NUP98 PML RPS6KA2 SYK TRRAP

MAP3K7 MYC PAK3 PMST RAM? SYNET 75C7
JUN MAPK1 MYcL1 PALB? PMS2 RUNX1 TAF1 7802
KATBA MAPKS MYCN PARPY POUSFT RUNXIT? TAFIL TSHR
KAT6B MARK1 MYDS8 PAX3 PPARG SAMDY TAL1 UBRS
KDM5C MARK4 MYHT1 PAXS PPPOR1A S80S BX22 UGT1A1
KDM6A MBD1 MYHO PAX? PROM? SDHA TCF12 USPIX

MCL1 NBN PAXS PRKARTA SDHB TCF3
KEAPT MDM2 NCOAT PBRMI PRKDC SDHC TOF7LT WAS
KIT MDM4 NCOAZ PBX1 PSP SDHD TCF7L2 WHSC1
KLF6 MENT NCOA4 PDEADIP PTCH1 SEPTY TCL1A WAN

v oo e
LAMPT MITF NF2 pTGS? SFaBi TET2 XPA
LCK NFEZL2 PDGFRB SGK1 TFE3 XPC
LIFR MLL NFKB1 PERT PTPRD SHoDTA TGFBR2 XPOT
LPHN3 MLL2 NFKB2 PGAP3 PTPAT SMAD2 TaM7 XRCC2
POTI MLL3 NIN PHOX2B RADS0 THBST ZNF384
LpP MLLTIO NEOK2-1 PIK3C28 RAF1 SMARCA TIP3 ZNF521

4
T uces e
o roca s o
LTK NOTCH2 PIK3CD SMUGT TIVFAIP3

MAF MRET1A NOTCH4 PIK3CG RECOLA S0Cs1 TNFRSF14
MAFB MSH2 PIK3R1 REL sox11 TNK2
MAGEAT MSH6 PIK3R2 RET TOP1

Sox2
war won o o

This list was obtained from https://www.thermofisher.com/.
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Table S2. The list of all the extracted mutations

Sample

Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1
Case 1

Case 1

Chromosome

chr5

chrl6

chrl6

chrl8

chrl2

chrl6

chrl7

chr4

chr3

chr5

chrl

chr21

chr2

chrl8

chr22

chrl

chr6

chr5

chr8

Position of the

variant

112137003

3777903

3900593

50936977

132504671

89866018

59871079

1808286

128202753

55256361

145538732

46309959

141597608

56338948

28193275

11298662

32169964

176666865

48713488

The reference allele

> Q Q@ o o o o o o o aa a > a0 a aa

—

The variant

allele

A

e

> > > Q

a o » > >

Frequency Gene

50.2 APC

12.9 CREBBP
55 CREBBP
83 DCC
45.2 EP400
46.9 FANCA
44.7 FANCJ
72.2 FGFR3
63.8 GATA2
11.9 IL6ST
45.7 ITGA10
5.6 ITGB2
9.5 LRP1B
21.1 MALTI1
5.6 MNI1

6.7 MTOR
6.5 NOTCH4
5.5 NSD1
51.2 PRKDC

1/13

Function

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

Amino acid change

p-Gly253Ser
p-Ser2382Phe
p-Thr168Met
p-Gly1031Arg
p-Thr1452Met
p.Leu274Pro
p.Ala451Val
p.Val684lle
p.His323Tyr
p-Arg281GIn
p.Thr9481le
p.Gly531Arg
p.Aspl721Asn
p.Pro25Ser
p.Prol086Leu
p-Thr6001Ile
p.Prol215Leu
p.Lys1434Arg

p-lle3327Val



Case 1

Case 1

Case 1

Case 1

Case 1

Case 1

Case 1

Case 1

Case 1

Case 1

Case 1

Case 1

Case 2

Case 2

Case 2

Case 2

Case 2

Case 2

Case 2

Case 2

Case 2

Case 2

Case 2

chrl3

chr6

chr7

chrl8

chrl9

chr9

chr9

chr4

chr4

chrl5

chrl

chr7

chr7

chrl8

chrl2

chrl3

chrll

chr4

chr6

chr3

chrl

chrl

chrl?7

48878062

117674237

92733187

45375016

11136125

32630132

32632574

106164036

106180795

39884882

2488139

98552753

2983994

50936977

132490674

103527850

44193279

1808286

41562611

128202753

144876017

144918954

8048284

Q o o » o a aa o aa o o o ! a o » o o o a0

—

>

Q » o -

—

> >

—

> a » > » Qo » O »

15
5.4
50.6
5.7
16.3
52

60.4

38.1
18.6
6.2
9.3
12.2
51.2
59
8.6
24.5
9.4
43.6
49.1
25.3

5.5
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RBI

ROSI1

SAMD9

SMAD2

SMARCA4

TAFIL

TAFIL

TET2

TET2

THBSI1

TNFRSF14

TRRAP

CARDL11

DCC

EP400

ERCC5S

EXT2

FGFR3

FOXP4

GATA2

PDE4DIP

PDE4DIP

PER1

missense

missense

missense

missense

missense

missense

missense

frameshiftInsertion

missense

missense

nonsense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

missense

p-Thr5Asn
p.Glyl413Arg
p-Gly742Arg
p-Ser276Leu
p-Asnl037Asp
p-Alal816Thr
p.Alal002Pro
p.Thr1183fs
p.Glyl1275Arg
p-GIn882His
p-Trp12Ter
p-Met19141le
p-Argl79GIn
p-Glyl031Arg
p-Gly985Arg
p.Gly1053Glu
p-Asp464Gly
p.Val684lle
p.Ala514Thr
p.His323Tyr
p.Ser1555Gly
p.Leud11Ser

p-Gly749Val



Case 2

Case 2

Case 2

Case 2

Case 2

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

chr9

chr4

chr4

chrl5

chrl

chrl

chr3

chr3

chr6

chrl2

chrl6

chrll

chr4

chr2

chr3

chrl0

chr2

chr3

chrl2

chrl6

chrl7

chrl5

chrl3

32632574

106196561

106197287

39884882

2488105

179077148

142217614

187442856

56365901

132547092

14041882

22647355

1808286

216293009

128202753

76735581

142567929

37053562

49420390

15814855

8049779

74335421

49030375

Q a a 0

a o o o o a o a » o » o » O o =

—

(@]

> o -

—

82.9
10.2
10.2
28.4
214
449
226
8.4
6.4
90.6
475
54.1
58
5.1
358
59
6.1
37.8
482

18.2

12.3

8.5

3/13

TAF1L

TET2

TET2

THBSI1

TNFRSF14

ABL2

ATR

BCL6

DST

EP400

ERCC4

FANCF

FGFR3

FN1

GATA2

KAT6B

LRP1B

MLH1

MLL2

MYHI11

PER1

PML

RBI

missense

nonsense

frameshiftDeletion

missense

missense

missense

missense

missense

missense

frameshiftDeletion

missense

missense

missense

nonsense

missense

frameshiftDeletion

missense

missense

missense

missense

missense

missense

missense

p-Alal002Pro
p.GIn1632Ter
p.Ter2003fs
p-GIn882His
p-Met1Thr
p-Ser1070Asn
p.Glyl1795Arg
p.Leu617Pro
p-Glu4506Lys
p.GIn2727fs
p-Ala810Val
p-Met1Thr
p-Val684lle
p-Trp246Ter
p-His323Tyr
p.Pro4971s
p.His42Tyr
p-Arg217Cys
p.Arg5120His
p-Metl5511le
p-Lys650Thr
p.Ala601Val

p-Gly617Asp



Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 3

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

chr3

chr6

chr6

chr9

chr9

chr9

chrl9

chr4

chr4

chrl5

chrl

chrs

chrl8

chrl8

chr7

chr3

chrl0

chr4

chr3

chrl9

chrl2

chrl

chr22

47125452

152461140

152658141

32630473

32632436

32632574

1625665

106164896

106197392

39884882

2488104

112137003

60985780

50936977

142564665

10108987

90773895

1808286

128202753

17937619

25378562

32740633

28195673

Qa » o o ! Qa ao o =

Q

G

= > > Q

> QO OO o Q

AC

—

> > > Q

> > Q o a »

50.6
50.8
533
6.5

8.5

40.8
38.7
11.7
12.3
17.7
9.9

49.8
93.2
12.7
47.4
63.6

35.6

67.4
50.9
33

483

5.8
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SETD2

SYNE1

SYNEI1

TAFIL

TAFIL

TAFIL

TCF3

TET2

TET2

THBS1

TNFRSF14

APC

BCL2

DCC

EPHB6

FANCD2

FAS

FGFR3

GATA2

JAK3

KRAS

LCK

MNI1

missense

missense

missense

missense

missense

missense

missense

frameshiftInsertion

nonsense

missense

missense

missense

frameshiftDeletion

missense

missense

missense

nonsense

missense

missense

missense

missense

missense

missense

p-Ser1940Gly
p-Arg8468His
p.Lys4121Ser
p-Lys1702Arg
p-Vall048Met
p-Alal002Pro
p.Pro137Ser
p.Tyr1255fs
p-Glul909Ter
p-GIn882His
p-MetlLeu
p-Gly253Ser
p.Pro40fs
p-Glyl031Arg
p-Glu530Ala
p-Glu827Ala
p.Tyr232Ter
p.Val684lle
p.His323Tyr
p-Argl103GIn
p.-Alal46Thr
p.His76Arg

p-Lys287GIn



Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 4

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

chr2

chrl0

chrl

chrl

chrl?7

chrl7

chr6

chr6

chr9

chr10

chr4

chrl5

chrl

chrll

chrl5

chrl6

chrl8

chrl

chr6

chr4

chr3

chr3

chr3

16085918

104157127

144854656

6528564

78262109

78316961

134493802

152623087

32632574

70332168

106180867

39884882

27057772

102220760

40476075

3781328

50936977

98187224

56382365

1808286

128202753

128205139

65425561

a ao » o o o A

Q o o a »

GGA

TT

a » o » a » A

—

CTG

72.8
434
527
19.5
24
504
5.8

17.8

27.9

75.9
46.4
59
12.8
40
91.8
40.9
56.1
57

38
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MYCN

NFKB2

PDE4DIP

PLEKHGS

RNF213

RNF213

SGK1

SYNEI1

TAFIL

TET1

TET2

THBSI1

ARID1A

BIRC2

BUBIB

CREBBP

DCC

DPYD

DST

FGFR3

GATA2

GATA2

MAGI1

missense
frameshiftInsertion
missense

missense

missense

missense

nonsense

nonsense

missense
frameshiftInsertion
missense

missense

missense
frameshiftdeletion
missense
nonframeshiftdeletion
missense

missense
frameshiftdeletion
missense

missense

missense

nonframeshiftinsertion

p-Pro365GIn
p-GInl55fs
p-Gly2272Arg
p.Gly847Ser
p.Pro253Ser
p-Asp2007Asn
p.Tyr315Ter
p-Glu5820Ter
p.Alal002Pro
p-Ser25fs
p-Lys1299GIn
p-GIn882His
p.Pro494Thr
p.Valllfs
p-Ala248Ser
p-Ser1680del
p.Glyl031Arg
p.Tyr109Asn
p.Lys3942fs
p.Val684lle
p.His323Tyr
p.Glyl01Ala

p.GIn421delinsHisArg



Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 8

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

chr7

chrl0

chrll

chrll

chr8

chr9

chr9

chrl

chrl0

chrl5

chr22

chr7

chr7

chr9

chr5

chrl

chrl

chrll

chr3

chr6

chr2

chrl8

chrl9

151945072

21962410

3697525

3723812

48701555

32632541

32632574

47685570

114925317

39884882

33253291

98547761

152346220

133760142

112177171

27101474

27101622

108142042

142272108

69349039

60773124

60985641

45262747

—

> QO ao o » o a O

> =24 O o » O

—

a o Q

33.6
51.1
79

94.7

20

78.7
87

85.7
38.5
37.1
49.5

87.6

53
16.7
12.4
43.7
5.8
434
12.3
21.2

8.7
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MLL3

MLLTI10

NUP98

NUP98

PRKDC

TAFIL

TAFIL

TAL1

TCF7L2

THBSI1

TIMP3

TRRAP

XRCC2

ABL1

APC

ARIDIA

ARIDIA

ATM

ATR

BAI3

BCL11A

BCL2

BCL3

nonsense

missense

missense

frameshiftdeletion

frameshiftdeletion

missense

missense

frameshiftdeletion

frameshiftdeletion

missense

frameshiftdeletion

missense

frameshiftdeletion

frameshiftinsertion

frameshiftinsertion

frameshiftinsertion

frameshiftinsertion

missense

frameshiftinsertion

frameshiftinsertion

missense

missense

missense

p-Tyr816Ter
p-Ala395Thr
p.Prol756Leu
p.Glyl131fs
p-Asn3604fs
p-Aspl013Asn
p.Alal002Pro
p.Gly273fs
p.Lys468fs
p.GIn882His
p-Glu88fs
p-Thr17301le
p.Leull7fs
p-Thr8421s
p.Vall961fs
p.Ser1587fs
p.Argl636fs
p.His996Tyr
p.GIn923fs
p.Leul58fs
p-Lys123GIn
p-Ser87Gly

p.Phe414Leu



Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

chrll

chrl8

chr3

chrl3

chr7

chr7

chr9

chrl0

chr4

chr4

chr3

chr8

chr6

chr2

chrll

chrl

chrl3

chrl3

chr4

chr3

chrl2

chrl2

chr7

102220760

50936977

134670694

103527850

148508727

148508727

35078303

123247581

1806194

1808286

128202753

37693120

52874266

209108211

2154309

145527961

113965177

113976641

62845389

65425561

69233231

49436110

151945072

a » a Q

>

a » » o o a » » » A

Q —

—

a » > Q

CTG

75.3

9.6

14.8
20

20

9.3
67.8
54.1
61.7
50
49
55
5.4

64.4

512
8.2

83.9
144
12.3

349
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BIRC2

DCC

EPHBI1

ERCC5

EZH2

EZH2

FANCG

FGFR2

FGFR3

FGFR3

GATA2

GPR124

ICK

IDH1

IGF2

ITGA10

LAMP1

LAMP1

LPHN3

MAGI1

MDM2

MLL2

MLL3

frameshiftdeletion

missense

missense

missense

missense

missense

frameshiftinsertion

missense

frameshiftinsertion

missense

missense

frameshiftinsertion

missense

missense

missense

frameshiftinsertion

missense

missense

missense

nonframeshiftinsertion

frameshiftinsertion

frameshiftdeletion

nonsense

p-Valllfs
p-Glyl031Arg
p-Asn2021le
p-Gly1053Glu
p.Tyr646Phe
p.Tyr646Phe
p.Glnll6fs
p-Asn638Thr
p.Gly407fs
p.Val684lle
p-His323Tyr
p-Ser628fs
p-Thr531Lys
p-Asn213Thr
p.Glul51Lys
p-Asp68fs
p-Argl86GIn
p.Ala387Thr
p-Gly904Arg
p.GIn421delinsHisArg
p.Pro366fs
p.Glul957fs

p-Tyr816Ter



Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

Case 9

chr2

chr2

chr2

chr6

chrl

chrll

chrl

chrl

chr2

chrl

chrl

chr6

chrl

chr7

chr8

chr9

chr3

chr6

chrl9

chr9

chr4

chrl5

chrl

48027797

48030636

16085908

32169109

156830868

71725083

226570840

226570877

223161749

204397321

9780848

51613007

6528102

6027047

48689487

8518143

12647708

134491510

11097621

32632574

106157006

39884882

2489787

a o =

—

> o> > > O O O o a a »

o o o o » o H =

—

28.9

6.1
7.4
81
52.9

61.5

53
55.7
8.6
7.1
353
6.3
8.8
43.6
254
50
51
71.6
45.7
36.8

17.5
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MSH6

MSH6

MYCN

NOTCH4

NTRK1

NUMAL

PARP1

PARP1

PAX3

PIK3C2B

PIK3CD

PKHD1

PLEKHGS

PMS2

PRKDC

PTPRD

RAF1

SGK1

SMARCA4

TAFIL

TET2

THBSI1

TNFRSF14

frameshiftinsertion

frameshiftinsertion

frameshiftinsertion

frameshiftinsertion

frameshiftinsertion

missense

frameshiftinsertion

frameshiftinsertion

missense

missense

missense

missense

frameshiftdeletion

missense

frameshiftinsertion

frameshiftinsertion

frameshiftinsertion

frameshiftinsertion

frameshiftinsertion

missense

missense

missense

missense

p-Leu893fs
p-Aspl1084fs
p-Val362fs
p-Leul308fs
p-Leud8fs
p-Serl156Pro
p-GIn353fs
p.Arg340£s
p.Tyr90Phe
p.Pro1476Ser
p-Tyr524Asn
p-Ser3136Asn
p-Alal001fs
p.Lys450Arg
p.Ala4033fs
p.Pro4171s
p-Met224fs
p.11e493fs
p.Val268fs
p.Alal002Pro
p.Val636Ala
p.GIn882His

p-Arg62Cys



Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10

Case 10
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Table S3. Clinical findings of nodal Bcl-2-positive follicular lymphoma

Leukemic
Age Tumour size Autoimmune  sIL-2R BM Clinical B
No. Sex LDH (U/) picture in Treatment Survival
) (mm) thyroiditis (U/ml) involvement PR stage symptoms
15 69 F 11x6 — 1953 201 — — v — G-B alive at 1 y 4 mo, CMR
16 72 F 7x5 - 978 161 - - v - R-B alive at 1 y 7 mo, CMR
17 66 F 15%8 — 547 145 — — I — R-B alive at 1 y 11 mo, CMR
alive at 2 y 4 mo with
resection and
18 68 M 20x17x15 — 503 189 — — I — recurrence and bone
rituximab
metastasis
19 50 F 14%9 — 355 143 ND — I — R-B alive at 2 y 9 mo, CMR

y, year; sIL-2R, soluble interleukin-2 receptor; BM, bone marrow; ND, no data; PB, peripheral blood; R-B, chemotherapy with rituximab and bendamustine;

G-B, chemotherapy with obinutuzumab and bendamustine; mo, month; CMR, complete metabolic response



Table S4. Results of immunohistochemical analyses for epigenetic modifiers and methylation status of histone in nodal Bel-2-positive follicular lymphoma

' ' ) Methylation status of
Epigenetic modifiers )
histone

No. EZH2 MLL2/KMT2D CBP/CREBBP EP300 H3K27me3  H3K4me3

15 + - + + + +
16 w+ - + + + +
17 + - - + wt +
18 w+ + + + + +
19 w+ + + + + +

w, weak
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